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I. Introduction

One of the most well known concepts in the scientific community today is the theory of evolution, or to put it a little more broadly, the theory of natural origins.  This theory, collectively known as naturalism, deals with the assertion that all the structures in the known universe, including all known forms of life, came into being by purely natural means without the assistance, intervention, or design of any intelligent being.  The 19th century naturalist Charles Darwin made the biological aspect of this theory, called evolution, famous with his book On the Origin of Species.

From its inception, naturalism and its radical claims were destined to have serious implications for the religious world.  Darwin, an Englishman, was surrounded by Christians.  Consequently, Christians became the most profound opponents to his theory because of its removal of the necessity of God.  Because of the relative infancy of science in the 19th century, the arguments given by creationists in response to Darwin were not scientifically sound and mainly consisted of quoted Scripture and name calling.  This uneven distribution of scientific logic caused the majority of indifferent or skeptical individuals to prefer natural origins over creation.  The lack of scientific evidence in the creationist argument continued for the next century, which allowed evolution and natural origins an unimpeded acceptance into fundamental scientific philosophy.

Science, however, is no longer an infant discipline because it is growing at a remarkable rate and infiltrating nearly every aspect of society.  In response to the scientific explosion of the past several decades, creationists have seen the need to base their argument on scientific logic rather than religious rhetoric.  This has sparked several scientific institutions based on creation research, such as the Creation Research Society and the Institute for Creation Research.

Naturalists, however, have continued to enjoy overwhelming acceptance among the general public due to creationism’s reputation of being unscientific and the ubiquitous role of evolution and natural origins in public education.  With no opposing evidence being presented in schools, the unbiased or indifferent student cannot help but leave a biology class with the notion that naturalism is an undeniable fact.  They see science as very logical and reasonable, and they see that science supports naturalism, so they see naturalism as logical and reasonable.  This syllogism fails in several ways, but most notably in the assumption that science supports naturalism.  Scientists may support naturalism, but science does not.  It is this false assumption that I would like to investigate.  If naturalism is in fact found to be weak or invalid, its place in the public science curriculum must be modified.
II. Chemical Evolution

The story of natural origins begins, for the purposes of this paper, with the development of life on Earth1.  This story begins not with facts, but an assumption that it cannot verify: that the conditions on Earth at the time of the origin of life were very different from the present conditions.  The major differences are the claims that Earth was mostly covered with oceans and volcanoes, and that the atmosphere was composed not of the familiar oxygen and nitrogen, but of other compounds (Freeman 19, 30).  With this assumption, naturalist researchers like Stanley Miller began designing experiments to see if life could form naturally under these conditions.

Miller devised an experiment in which hydrogen, ammonia, and methane were subjected to a series of electric sparks intended to mimic the effects of lighting on the atmosphere.  Miller’s results were surprising.  In the presence of the sparks the hydrogen, ammonia, and methane reacted to form larger molecules such as the amino acids, sugars, and nucleotides found in living things (Freeman 44, 47).  At first glance, these results appear to provide compelling evidence that natural chemical evolution could take place; however, Miller’s experiment was riddled with problems.

First, his conditions were inaccurate.  Atmospheric researchers currently claim that the majority of the atmosphere at this time most likely consisted of volcanic gases, which would exclude the hydrogen, ammonia, and methane of Miller’s experiment (Freeman 42).  Furthermore, oxygen has been found in the deepest rocks that we can dig to, which strongly supports the presence of oxygen in the early atmosphere (not much different from today).  The presence of oxygen not only raises the question of why it was not included in Miller’s recreation of the early atmosphere, but also the concern of what would have happened if oxygen were included.  Oxygen is a highly reactive compound and thus highly corrosive.  If oxygen had been included, it would have destroyed the products that were observed (Parker 22).  With the claim that oxygen and volcanic gases predominated in the atmosphere, several researchers have tried to mimic Miller’s experiment with these compounds.  Sadly for naturalists, Miller’s experiment never yields any results with compounds other than the original incorrect ones (Freeman 42).  Miller also used a chemist’s trick called a trap in his experimental setup.  The function of this trap is to keep the products from reentering the spark chamber, because the spark can much more easily destroy the new molecules rather than create them (Parker 23).  The molecules would not have been so lucky as to have Stanley Miller as their personal bodyguard in nature.  This actually lends support to creation, because of the intelligent design involved in the production of these molecules.  These inconsistencies about the conditions of Miller’s experiment are very detrimental to the validity of his results, yet still more problems persist. 

The artificial nature of Miller’s experiment introduced the previously unknown phenomenon of molecular chirality.  Chirality is the characteristic of two compositionally identical molecules being geometrical mirror images of each other.  This concept had been previously unknown because living organisms use only “left handed” forms of amino acids and “right handed” forms of sugars, yet these forms occurred in equal numbers in Miller’s products (Freeman 47).  The consequences of this equilibrium between left handed and right handed molecules will be discussed later.

Not only did Miller’s experiment use the wrong conditions and yield strange products, but it also failed to yield some absolutely essential products.  DNA and RNA, the molecules of our genetic code, are made up of just five small units called nucleotides, which are linked together in a very specific linear pattern.  DNA consists of guanine, cytosine, adenine, and thymine, which are the sub-units of nucleotides that code for our genetic makeup.  RNA is similar, but contains uracil rather than thymine.  These five molecules are also grouped by their chemical structure into the pyrimidines (adenine and guanine) and the purines (cytosine, uracil, and thymine).  Why is this important?  “Simply put,” says biologist Scott Freeman, “origin-of-life researchers have yet to discover a plausible mechanism for the synthesis of cytosine, uracil, and thymine molecules prior to the origin of life” (48).  This means that Miller’s experiment, even when using falsified conditions, cannot produce all the molecules necessary for life, not even a majority of those needed for genetics.  Amazingly enough, despite so many errors, Miller’s experiment remains the cornerstone of chemical evolution and an icon in biology textbooks across the nation.

To continue with the story of life, let’s assume, like the naturalists do, that most of Miller’s experimental errors have been rectified and all the necessary amino acids, sugars, and nucleotides are available.  What next?  The next step of chemical evolution is the polymerization of these small molecules into larger ones.  Polymerization is simply the linking together of the sub-units, called monomers, into large molecules, called polymers.  This process happens through condensation reactions, where the units are pulled together and a water molecule forms.  However, there is a reverse reaction called hydrolysis, which is essentially the dissolving of these polymers, and this reaction is favored in nature because “it lowers the potential energy of the electrons involved” (Freeman 49).  This creates a serious problem for these polymers, because as soon as they form they are subject to being ripped apart again by water.  In response to this fact, naturalists like James Ferris have devised a clever theory.  He claims that when the protein and DNA polymers were first forming, they were coated with small particles of sediment and mud which protected them from hydrolysis.  This is a very interesting theory.  In fact he performed experiments that showed polymers could and do form under such circumstances (Freeman 49).  However, commonsense should tell anyone that for a molecule to function properly in a living organism, it cannot be covered in mud.

With the concept of polymerization in mind, consider DNA, RNA, and protein.  For these molecules to form they must overcome another obstacle in addition to hydrolysis.  Remember that the amino acids required for proteins and the sugars required for DNA and RNA occurred in equal amounts of left and right handed forms in Miller’s spark experiment; however, only right handed sugars and left handed amino acids are found in living organisms (Freeman 47).  This creates an interesting problem for the formation of these polymers.  Why?  Consider the polymerization of a protein.  A protein’s specific sequence of amino acids gives it the ability to coil and bend into certain shapes.  These shapes determine the protein’s chemical behavior and biological function.  However, a single amino acid of the wrong chirality incorporated into the protein would ruin the intricate folding and coiling pattern of the protein and render it dysfunctional (Parker 23).  Since the amino acids predicted by Miller’s experiment would have been present in equal proportions of chirality, this would have been an all too common event and would have further hindered the already improbable evolution of life.

Let us turn out attention to the production of RNA.  Naturalists regard this molecule as the most important to the theory of chemical evolution for reasons that will be discussed shortly.  The monomers of RNA contain the sugar ribose, which is a type of pentose.  Freeman makes this comment on the significance of this fact: “The various pentoses and hexoses are produced in approximately equal amounts.  But researchers suggest that ribose had to be the predominant sugar for RNA molecules to form in the prebiotic soup” (47).  Also, at this point, remember that two components of RNA, cytosine and uracil, do not form naturally outside of a functional organism (Freeman 48).  This creates a compelling case for the intelligent design and creation of RNA, but is a serious detriment to the natural formation of this molecule.

Assuming once again that the previous problems have been rectified, let us focus on the function of an RNA molecule.  RNA’s main responsibility in a cell is the production of protein. To accomplish this, the RNA must be able to code for the amino acid sequence of a protein and carry it to a ribosome.  An RNA molecule with this function is designated messenger RNA.  After the ribosome receives the protein’s code, the transfer RNA inside the ribosome polymerizes a protein. So then, if the first RNA molecule is going to give rise to the organisms we see today it must be capable of first coding for the protein.  It does this through specific sequences in its nucleotide bases (note that the first RNA molecule would have a completely random sequence, so its proteins would not be specialized for a living organism).  

The next step, as mentioned above, involves transfer RNA.  There are over 40 different tRNA molecules, each with a very specific sequence that not only gives them a special shape, but also a special binding site designed to code for only one or two of the sixty four amino acid codons.  Stop for a moment and consider the immense statistical improbability that these RNA molecules would have to overcome to both, by chance, have the correct nucleotide base sequence to code for a complex, relevant, and functional protein, and have over 40 unique and specialized sequences to produce the protein.

The tRNA molecules, though amazing and necessary, do not perform the task of protein synthesis alone.  The reactions occur in a large structure called a ribosome, which consists of 60% RNA and 40% protein.  Isn’t it an oddity that this structure is made of the very materials that it produces?  This seems to defy logic and bring to mind “chicken or the egg” type thoughts.  How then could proteins have ever come into existence?  It’s easy if an intelligent being created the first ribosomes, but the answer is not so simple for the naturalist.  Naturalists attempt to solve this riddle by suggesting that the first RNAs took on the responsibilities of proteins and acted in their place.  RNA has in fact been experimentally shown to act as a catalyst as proteins do, but their capability and efficiency at this is paltry (Freeman 57).  Nevertheless, this is one reason naturalists point to RNA as the first molecule of chemical evolution.  Despite RNA’s limited catalytic ability, the question of how proteins first appeared still remains.  Did the highly specialized proteins required for the ribosomal structure form by chance and luckily do this in close proximity to RNA so as to be incorporated into a mass of molecules that became known as a ribosome?  If so, this is yet another brazen assault on statistics.

The next responsibility that RNA must bear if it is going to be the precursor to life on Earth is reproduction.  In a normal cell, proteins such as polymerase perform the task of copying DNA and RNA, but specialized proteins are not suppose to exist yet.  This problem is one of the reasons naturalists have turned to RNA’s catalytic ability for answers.  The limited catalytic behavior of RNA observed in experiments was the formation of phosphodiester bonds found in RNA and DNA, which has led researchers to hypothesize that RNA could copy itself.  This is an interesting theory; however, no self-replicating RNA molecule has ever been found despite diligent and on-going efforts to do so (Freeman 61).

Thus far in the story of natural origins, we have experiments based on illegitimate conditions, molecules that defy the laws of chemistry, molecules that form despite missing components, molecules that form anomalously without a mechanism, and molecules that defy the laws of statistics.  Additionally, there are numerous problems that are not discussed here.  When and how did DNA take RNA’s place as the primary genetic molecule?  When and how did a cell membrane arise to protect the proteins and RNAs from the destructive effects of hydrolysis?  Given that all these very questionable and illogical events occurred, any further progression falls under the jurisdiction of biological evolution, rather than chemical.
III. Biological Evolution

To proceed into biological evolution, let us assume that there is one simple functioning cell that has overcome the previous obstacles; however, doing this ignores several other questions, such as the origin of the cell membrane and the transition from RNA to DNA as the ultimate source of genetic information.  How can this cell give rise to Earth’s diverse inhabitants?  It must first begin to reproduce, as mentioned earlier.  When a cell divides its main objective is to make an exact copy of its DNA, and proteins such as polymerase make this possible.  This copying process is not perfect, though.  Sometimes, in the process of assembling the copy, the polymerase proteins make a mistake.  These mistakes in the copying of DNA are called mutations.  Mutations are significant to the theory of evolution because they are the only way new genetic information can be created (Freeman 435).  If mutations are so crucial to evolution, let us consider the different circumstances and difficulties that surround these events.

To contribute to the process of evolution, a mutation must jump several hurdles.  Let us examine these hurdles by tracking a mutation’s development and inheritance.  For a mutation to occur it means that a polymerase protein inserted the incorrect nucleotide base into the copy.  This event alone is relatively rare because the error rate of polymerase proteins is roughly one mistake per 10 million nucleotides (Freeman 243).  That is quite an impressive resumè, but it is not a cell’s only defense against mutations.  There is another group of proteins, collectively referred to as the excision repair system, which are responsible for cleaning up after the polymerase proteins.  They move along the DNA or RNA removing incorrectly paired bases and replacing them with the correct ones.  This excision repair system further reduces the average cell’s mutation rate to one per billion nucleotides (Freeman 243).  Given that a mutation has actually occurred and escaped detection, there are further qualifications it must have to promote evolution.

There are three basic types of mutations: deletion, point, and insertion.  Deletion mutations occur when the polymerase proteins neglect to add a nucleotide, leaving the DNA or RNA copy with less genetic information.  Point mutations occur when the polymerase proteins insert an incorrect nucleotide into the copy, resulting in the same number of nucleotides but a different sequence.  An insertion mutation results from the placement of extra nucleotides, leaving the copy with more genetic information.  Considering the evolution of a single cell into the diverse organisms present today, new genetic information would be needed, because humans, for example, have a vastly larger genome than single celled organisms.  With this in mind, it should be clear that insertion mutations are the only type that could produce any significant evolutionary changes.

To further reduce the likelihood of a mutation making an evolutionary contribution, it must occur in only specific regions of DNA.  DNA contains both coding and non-coding regions called exons and introns, respectively.  If a mutation occurs in an intron region it will do absolutely nothing to the organism.  Since introns make up a significantly larger portion of DNA, most mutations go completely unnoticed.

Continuing on in the life of a mutation, for it to cause an evolutionary change it must be heritable; that is, it must be capable of being passed down through the generations that follow.  This requirement causes a restriction on which cells can posses the mutation.  Only mutations in germline cells can be transferred to the offspring.  To illustrate, a mutation in, say, a skin cell on your arm will have no effect whatsoever in your children.  Since only a small fraction of the cells in multi-cellular organisms are germline cells, this is a significant restriction.  Additionally, in species that reproduce sexually, the normal genes of one parent can cover up, so to say, the mutations from the other parent, and visa versa.  This is yet another inherent biological mechanism that decreases the effect of mutations.

The protein coding regions of DNA, commonly called genes, are not the only important parts in a genome.  There are several extremely important regulatory segments such as silencers, enhancers, promoters, binding sites, etc.  These segments determine when, how, and if a particular gene will be expressed.  This lays yet another burden on the shoulder of mutations if they are to cause evolutionary change.  They must not only write the complex blueprints for life, but also the rules for reading those blueprints.

Given that a mutation has occurred, been inherited, and is expressed, another obstacle remains, which naturalists consider to be the very basis of evolution: natural selection.  This process is, as Darwin described it, the “preservation of favourable individual differences and variations, and the destruction of those which are injurious” (88).  This process has probably been cited more often by the average person as being the single most compelling piece of evidence in favor of evolution.  However, natural selection, in and of itself, is not evidence of anything, and furthermore, creationists have no objection whatsoever to natural selection.  In fact, a creationist named Edward Blyth introduced the concept twenty-four years before Darwin’s On the Origin of Species made it popular (Parker 75).  Natural selection is merely a name given to the observation that organisms with helpful traits tend to survive better or reproduce more, and organisms with harmful traits tend to struggle more.  This process is ultimately responsible for removing the bad traits and retaining the good, much like a filter.  Since the vast majority of mutations are harmful, natural selection is far busier eliminating new traits than it is picking out the ones good for evolution.

To discuss natural selection, it is now necessary to introduce a distinction between two types of evolution: microevolution and macroevolution.  Microevolution is simply evolution observed in very small increments, such as the color of a bird changing over time.  Macroevolution (which is not observed in nature), on the other hand, is proposed to be significantly large changes over time, resulting in a completely different organism.  Naturalists and creationists alike must make this distinction for one simple reason: concrete observable evidence supports only microevolution.  Of course no self-respecting naturalist would admit to this deficit of facts.  Or would they?  Naturalist George Kerkut had this to say: 

…I think that the attempt to explain all living forms in terms of evolution from a unique source…is premature and not satisfactorily supported by present-day evidence. …the supporting evidence remains to be discovered. …We can, if we like, believe that such an evolutionary system has taken place, but I for one do not think that “it has been proven beyond all reasonable doubt” (qtd. in Thompson Creation Compromises 56).

It appears that the naturalists are aware of macroevolution’s lack of evidence, but no worries.  Just as Duane Gish said in reference to naturalist logic, “With less evidence, broader speculations are allowed” (qtd. in Harrub and Thompson 25). 

No creationist, as previously mentioned, disputes microevolution.  In fact, its existence only serves to strengthen a Christian’s faith.  Let me explain.  After reading the story of Noah’s Ark in Genesis, a Christian would be hard pressed to rationalize how Noah fit all the different land animals on Earth today into a 450 by 75 by 45 foot boat.  However, the concept of microevolution would allow Noah to only bring aboard a smaller, less diverse group of animals, which would later give rise to the extremely diverse groups of animals we see today.  In this case, to the Christian, the Noah’s Ark story would not only allow for the idea of microevolution, but also serve as evidence in favor of it.

Microevolution is well supported by evidence.  In fact, the only observable examples of evolution that are given in textbooks are examples of microevolution.  They are given in sections that discuss and attempt to support macroevolution, so they are commonly misinterpreted as evidence for evolution as a whole.  In discussing microevolution it is necessary to further categorize the examples into two groups: one in which no new genetic information is introduced, and one in which there is new genetic information.

To understand how evolution can occur without any new genetic information, consider the ubiquitous example of the peppered moth.  These moths, living in England prior to the industrial revolution, were predominately light gray with a few being dark gray.  This was the case because birds that ate these moths were able to easily see the dark moths when they were contrasted against the light colored lichen that grew on the trees.  Consequently, more dark moths were eaten, making the population predominately light.  When the industrial revolution began though, the smog created by the factories killed the lichen, revealing dark colored bark underneath.  Birds began to see and eat more light colored moths, which shifted the population to predominately dark.  Since evolution is broadly defined as the change in a population over time, this example qualifies as evolution.  However, the moths were light and dark both before the industrial revolution and after.  No new genetic information had been created.

Bacterial resistance to antibiotics is a good example of microevolution in which there is a change in genetic information.  Bacteria can become resistant to a drug simply by the production of one new protein, which can be accomplished by as little as one point mutation.  If this occurs in one bacterium, the unresistant bacteria will die from the drug, leaving a single resistant bacterium to reproduce.  This would make all subsequent generations of this one bacterium resistant to that drug.  Resistance to a drug may seem like a major evolutionary change, but only misleadingly so.  It is not a drastic complex change, and it is certainly no new organ or appendage.  Having discussed microevolution, let us move on to theoretical macroevolution.

Macroevolution is characterized by large changes in organisms, therefore many complementary mutations must occur for it to happen.  For example, take the proposed evolution of the gill into the lung.  Gills are undoubtedly complex organs, and the result of numerous specific proteins during development and the course of a fish’s life, and lungs are equally complex.  To evolve a lung in place of gills, not only will numerous mutations have to occur, defying the improbability already discussed, but these mutations must also be perfectly complementary to one another.  Furthermore, as I have mentioned, the mutations must both provide the blueprints for the lung, and the instructions for when and how to read it.  It would be quite useless to have your lungs dangling off your kneecaps.  They may very well be perfectly formed lungs, but in addition to writing the blueprints for the lungs, mutations must also provide the instructions for their proper placement and orientation in the body.  Despite my personification of mutations “writing blueprints,” do not forget that they are merely mistakes that a cell strives diligently to avoid.  As Saul Kassin has said, “Natural selection is a process that cannot plan or summon the raw materials it has to work with.  It works only by trial and error and only with gene copying errors as a stockpile of raw materials” (310).

Naturalists propose two different scenarios in which large changes like the lung occur.  One is the claim that all the necessary mutations needed to make a lung happened simultaneously in the same organism, giving rise to a unique “hopeful monster,” as famed Harvard evolutionist Stephen Gould put it (Parker 153).  This argument fails in two major ways.  First, it intensifies the improbability associated with mutations.  The average human zygote is estimated to contain between 64 and 175 new mutations relative to the parents (Isaak).  If the majority of these were silent due to being located in intron regions, others harmful, and others masked by sexual recombination, that leaves only a small amount available to contribute to evolution.  The claim by Gould that this remaining handful of beneficial mutations could all be perfectly complementary so as to allow the development of a functional lung is an absurdity.  That is even assuming there are enough qualified mutations left to make the lung at all.  Secondly, assuming an organism is a “hopeful monster,” drastically different from its predecessors, what organism will it mate with?  Nature displays a high degree of sexual selectivity, keeping different species from procreating.  With this being the case, this “hopeful monster” is doomed for extinction.

The second scenario for macroevolution is the gradual accumulation of the necessary mutations through many generations.  This proposition fails equally as much as the other when one considers the effect of natural selection.  To illustrate, consider the evolution of the eye, clearly a complex organ with multiple components.  Say the protein rhodopsin happened to evolve first (this protein houses a molecule called retinal which makes vision possible by absorbing the light entering the eye and causing the information to travel down the optic nerve).  If this protein existed in an organism, but had no eye, retinal, or optic nerve to work in conjunction with, natural selection should, by definition, eliminate this protein because it is useless.  Along the same line, imagine that a protein evolves which causes some cells to differentiate into the sphere of cells in the eye called the sclera.  Natural selection would also eliminate this protein, because it would be burdensome to have a ball of useless tissue hanging off an organism.  This effect of natural selection on useless intermediate steps both predicts and explains why no fossil has ever been found that contains a partially evolved lung or eyeball.  The fossil record contains only species with fully functioning organs, whether simple or complex.  This evidence necessitates either the “hopeful monster” scenario, which has its own difficulties, or no evolutionary scenario at all.

With these concepts of mutations and natural selection in mind, let us look at what naturalist Graham Bell called the “queen of all problems in evolutionary biology”: the origin of sex (qtd. in Harrub and Thompson 137).  The evolution of different genders and the anatomy and physiology differences that follow are massive contradictions.  The anatomical differences observed between genders are obviously not limited to a single organ.  This compounds the problems already discussed with the evolution of an eye or lung, most notably because all the new organs would have to be compatible with each other and the organs of the opposite sex.  Improbability grows exponentially at each new step of evolution.  Not only do gender differences require acute compatibility on the macroscopic level, but also the microscopic.

Sperm and egg cells are equipped with a variety of specific proteins and organelles that are only useful when combined with the opposite gender’s cell.  For example, sperm have an acrosome at their tip filled with enzymes to digest the outer layers of egg cells.  The existence of this acrosome and its enzymes would make no sense if the protective layers of an egg had not already evolved.  Also, sperm and egg contain species specific proteins (which would mean that new proteins evolved with each new species) on their membranes that are complementary.  These proteins, through a series of complex reactions, essentially allow the sperm and egg to realize who each other are.  The evolution of the sperm’s protein makes no sense if the egg’s protein does not already exist, and the evolution of the egg’s protein makes no sense if the sperm’s protein does not already exist.  This problem can be extended to sperm and egg in general, because they are, as a whole, complementary to one another.  So then, the only way to appease natural selection is that they both evolved simultaneously; however this is a serious assault on an already strained concept of probability.

Yet another example of how the evolution of sex confounds reason is that it is evolutionarily unfavorable.  One of the major tenets of natural selection is that it favors organisms that reproduce more efficiently.  Ironically though, an asexual organism can produce an average of twice as many offspring because all individuals reproduce, as opposed only females in a sexual species.  Also, the gestation period of an asexual organism like E. coli is only twenty minutes, as opposed to the human nine-month period.  These facts make asexual reproduction seem far more appealing and logical from natural selection’s viewpoint because it produces more, faster.  How, then, could sex ever have appeared?  “Good question” says the naturalist; “intelligent design” says the creationist.

 After having looked at the evidence against evolution, let us examine the validity of the evidence for it.  One line of evidence that is very common is the idea of homology.  Homology refers to the similarity of certain structures among different species as being evidence for the evolution of those structures.  This argument fails because it cannot be applied as a general rule to all homologous objects.  A fork and a pitchfork have the same basic shape, same basic function, and can be made of the same materials, yet this does not mean they evolved from a common ancestor.  They were both created independently of each other for different, yet similar functions.  Naturalists occasionally see this disparity.  When they observe seemingly homologous structures on species they “know” are not close relatives, they call the structure analogous instead and say that it is convergent evolution, or in other words, that it evolved twice.  This idea of analogy rather than homology introduces a serious problem, because the structure would have to overcome vast improbability not once, but twice.  However, this is not the only problem with the doctrine of homology.  As Parker says, 

Worse yet for evolution, structures that appear homologous often develop under the control of genes that are not homologous.  In such cases, the thesis that similar structures developed from genes modified during evolutionary descent is precisely falsified (41).

Naturalist John Randall came to this same conclusion:

The older textbooks on evolution make much of the idea of homology, pointing out the obvious resemblances between the skeletons of the limbs of different animals.  Thus the “pentadactyl” limb pattern is found in the arm of a man, and this is held to indicate their common origin.  Now if these various structures were transmitted by the same gene couples, varied from time to time by mutations and acted upon by environmental selection, the theory would make good sense.  Unfortunately this is not the case.  Homologous organs are now known to be produced by totally different gene complexes in the different species.  The concept of homology in terms of similar genes handed on from a common ancestor has broken down…(qtd. in Harrub and Thompson 110)

Randall says “older textbooks” because he is convinced that this line of evidence is dead, but biologists continue to include the false concept of homology in brand new textbooks (see Freeman 415 for an example).

The dilemma here presents itself most notably in the headaches of taxonomists.  Using DNA sequences, they can come up with one evolutionary tree, but using comparative anatomy, they can often create a seemingly endless, and contradictory, number of trees based on the “homology” of certain traits that are often directly opposite to the one based on DNA sequences.

Vestigial organs are another commonly cited piece of evidence for evolution.  This line of reasoning claims that we can see a residual image of an organism’s evolutionary history in the organs it no longer uses.  The coccyx, “gill slits,” and “yolk sac” of humans are common examples.  Naturalists refer to these structures as vestigial when they want to support evolution; however, if they know anything about biology they know very well that these structures serve important purposes.  The coccyx, or tailbone, is not an evolutionary remnant of a tail, but a necessary site for muscle attachment.  The “gill slits” of an embryo are not evidence of a fish ancestor, nor are they gills at all.  As Parker states, 

They develop into absolutely essential parts of human anatomy.  The first pouches form the palatine tonsils that help fight disease.  The middle ear canals come from the second pouches, and the parathyroid and thymus glands come from the third and fourth (51).

The “yolk sac,” like the other examples, does not suggest any relation to a chicken, but does play an important role in embryonic development.  The “yolk sac” is the site of blood cell formation before the embryo has developed bones.  Once the bones are sufficiently mature, the marrow inside begins to make blood cells and the “yolk sac” falls off (Parker 49).  This idea that embryonic traits represent our evolutionary history is called recapitulation.  When discussing this concept, even the staunch evolutionist Stephen Gould said “the theory of recapitulation…should be defunct today” (Parker 54).  Even though these structures all have necessary functions, many still cite their existence as evidence for evolution.

IV. Statistical Probability

Having mentioned probability several times by now, let us look at this idea more closely, and examine the implications it has on evolution.  Probability, or the lack there of, is the limiting concept behind why evolution cannot feasibly happen.  Each step along the chain of events that must occur for a particular trait to evolve is governed by a balance between whether the event is likely or unlikely.  If an event is unlikely, it will happen less often than a likely event, and the more unlikely the event is the less often it will happen.  This is common sense, yet evolutionists tend to try to overlook such basics principles when they want something that is very unlikely to be true.  

Another basic principle of statistics is that the probability of unrelated events is cumulative if the events must all have a certain simultaneous outcome.  For example, if the chance of one event happening is ¼ and the chance of another event happening is ¼, the chance that they will both happen at the same time is 1/16.  In other words, ¼ of ¼ is 1/16.  This is because each individual event contributes its own probability to the total probability.  To see why this has any bearing on evolution, let us review the “hurdles” that a mutation must jump before it can be expressed and make any contribution to evolution.

A mutation, in itself, is a very unlikely event because of the efficiency of the polymerase proteins that copy DNA.  Remember that the error rate of these proteins is roughly one mistake per 10 million nucleotides copied (Freeman 243).  This is an extremely low probability that a mutation will even occur; however, given the vast number of nucleotides that are copied, a mutation is a relatively common event when viewed on a large scale.  This does not change the fact, though, that a mutation is far more unlikely than a correctly copied nucleotide.  Otherwise genetic diseases would be so prevalent that nothing could survive.

Continuing on, a mutation must then escape detection by the excision repair system.  This system has an error rate of roughly one overlooked mutation per 100 that it passes (Freeman 243).  1/107 times 1/100 is 1/109, which is the figure I cited earlier.  Notice that by only adding this one new step, the chance of a new mutation being expressed decreases by 10,000%.

Once a mutation has made it into the genome its probability is further reduced by all the factors mentioned in the previous section such as, type of mutation (deletion, point, or insertion), location on the genome (exon or intron region), location in the organism (somatic or germline cell), concealment by sexual recombination, and finally natural selection (beneficial or harmful).  The individual probability of each of these steps must be multiplied together.  This mathematical fact means that each of these steps compounds the improbability of a beneficial mutation being expressed.  

Think for a moment about how small the probability has become for one beneficial mutation to arise.  If this were the only mathematical hurdle the theory of evolution had to jump, it would not be so hard to believe.  But, for the entire theory to be valid, it must account for all the traits of every organism that has ever existed.  This would mean that incredibly low odds have been beaten trillions of times throughout the history of life.  Going back to the math, to get a total probability of the whole theory, all those trillions of odds for each trait must be multiplied together.  As we have already seen, with each fraction that is multiplied in the total fraction gets smaller and smaller.

To carry this idea of statistical improbability one last step, I will leave you with a question.  If the probability of one trait evolving is already low, how much worse do you think the odds are that interrelated traits could luckily evolve at the same place and time?  By interrelated traits I mean mutualistic relationships like mycorrhizae and lichens, and also the perfectly cooperational differences between sexes.

V. The Fossil Record and the Geologic Column

Yet another line of evidence, probably the most important, is the fossil record.  To understand why the fossil record is so important, consider this quote by Freeman: “Biologists have two major tools for studying the past—phylogenies and the fossil record” (466).  A phylogeny is simply a reconstruction of evolutionary history, a family tree, so to speak.  To create a phylogeny, you must first assume that evolution, in its entirety, is absolutely fact.  So then, phylogenies support evolution, and evolution supports phylogenies.  What an embarrassingly obvious example of circular reasoning this is.  What is worse is that this quote is from a freshman biology text that is supposed to be teaching the principles of sound scientific logic.  Phylogenies cannot be considered evidence for evolution, since they are based on a logical fallacy.

With phylogenies gone, only the fossil record remains.  This is why it is so important to naturalists.  But is it really so friendly to their theory?  A naturalistic interpretation of the fossil record begins with the creation and acceptance of the well-known geologic column.  This fictitious attempt to recreate the progress of evolutionary history stems from the assumption that different layers of sediment in Earth’s crust accumulate sequentially, one on top of the other.  This appears to be a rather logical assumption, and it leads geologists to view the fossil record as a linear account of evolution depending on the depth of the fossil.  A linear interpretation of the fossil is not a problem; however, the length of time the fossil record demonstrates is.  Various evidences for the age of Earth will be discussed later, but for now let us focus on one particular piece of evidence relevant to the fossil record.

The different ages and periods proclaimed in the geologic column, by methods of radiometric dating (discussed later), represent spans of millions of years.  This type of interpretation of the fossil record becomes difficult to accept when confronted with polystratic fossils.  Polystratic fossils are single organisms that are buried in such a way that they extend up through several layers that supposedly represent millions of years.  Former evolutionist Gary Parker states in his book Creation: Facts of Life that while a graduate student, his geology professor was dating and zoning sediment layers in a creek bed.  When the rocks were interpreted based on the evolution of fossilized microbes found in the samples, the layers appeared to display millions of years of evolutionary time.  However, the professor worked his way down the creek bed and found a fossilized shellfish that was shaped like an ice-cream cone.  Strangely, the shellfish was fossilized perched on its tip, extending through a supposed 20 million years worth of sediment (185).  Now think about what would have to occur for this to be possible.  The shellfish, after dying, would have had to somehow balance on its tip.  It would have had to remain in that position long enough for enough sediment to accumulate around it to keep it from having to balance any longer, which would supposedly take several million years.  Furthermore, the exposed portion of the fossil would have had to withstand the effects of wind, water, and decomposition during this 20 million year process, which among other things, would have been very antagonistic to its amazing balancing act.  Does this seem very plausible?  It certainly does not seem plausible to me.  This shellfish, however, is not the only example of polystratic fossils.  Numerous polystratic trees have been excavated from the coal formations in the Appalachians.  These trees, once again, extend up right through illogical amounts of evolutionary time when the sediment thickness is interpreted with uniformitarian logic (185).

Another intriguing problem with the classic geologic column is that of paraconformities.  Paraconformities are simply places in the rock where there are layers missing or out of place.  The only reason they are referred to as “missing” or “out of place” is because evolutionary geologists have a preconceived notion of what a perfect geologic column should look like.  These “problems” exist all over the world; in fact, there is no example anywhere in the world of the idealized textbook version of the geologic column.  There are examples, such as in North Dakota, where all the layers are present, but they are so thin that they cannot be representative of the proposed 600 million year time span (Woodmorappe).

Although the geologic column is an idealized fantasy, it does generally predict what types of fossils geologists will find together.  If naturalists cannot adequately explain this with evolution, who can?  Many creationists such as Henry Morris and Gary Parker have realized that the sections of the geologic column do not support a long evolutionary timeline, but rather the rapid fossilization of different ecological zones (Parker 180).  The deeper fossils from “earlier” periods tend to be aquatic organisms and the “later” fossils tend to be terrestrial.  Naturalists claim this is because terrestrial organisms evolved from aquatic ones.  Creationists, on the other hand, claim the separation of ecosystems in the fossil record makes sense when considered with the effect of a global flood, such as the one characterized in the Bible.  If the fossils formed rapidly during and after a major flood, the aquatic organisms, which are already under the terrestrial organisms, would be fossilized first and then the terrestrial fossils would follow sequentially (Parker 180,181).  This ecological view of the fossil record explains the general aquatic to terrestrial trend, but how does it explain layers that contain both aquatic and terrestrial fossils?

There are many examples of fossils that are “misplaced.”  One such example is the existence of land plants in the Cambrian layer.  The Cambrian layer of the geologic column is the lowest layer known and contains such fossils as the famous trilobites.  The problem is that land plants are not supposed to have coexisted with the trilobites because they had not evolved yet.  This creates a serious and well-known contradiction among naturalists.  However, the ecological zone interpretation of the fossil record easily explains such a situation.  Common sense should tell anyone that during a violent global flood, with water flowing in every direction, organisms from different areas could mix and fossilize together (Parker 181).  Another example of a “misplaced” fossil is that of a fishing reel that has been found fossilized in a layer of phyllite rock.  This particular layer of sediment, according to uniformitarian dogma and radiometric dating, is about 300 million years old.  That is very fascinating considering the fishing reel was not invented until 1897 (Tarpley, Cortez, and Harrub).

Yet another problem with the fossil record is that it is incomplete.  Fossilization is an extremely biased process.  Time, habitat, and organism type all play a role in determining if a fossil will form at all.  Time obviously disrupts the fossil record because the older fossils have a greater chance of being destroyed by decomposition and other natural processes.  Water is absolutely essential to fossil formation so organisms that live in dry places also have little or no chance becoming a fossil.  Additionally, soft-bodied organisms are subject to a greater and faster degree of decomposition, and subsequently have a small chance of fossilization.  These biases in the fossil record necessarily make it incomplete.  With an incomplete fossil record, naturalists are not now, nor will they ever be, able to form a complete evolutionary history.
VI. Human Evolution

To further examine the inadequacies of the fossil record, let us look at a more personal example: the evolution of humans.  The exact lineage of humans (as well as many other organisms) is a source of many debates among naturalists, mainly because of the ambiguity of the evidence.  However, the most accepted lineages claim that, in general, apes evolved into the australopithecines, which evolved into the hominids, which gave rise to modern humans (Freeman 597).  Before understanding or refuting this lineage we must first understand the source of controversy among the naturalists.  Arguments occur because neither taxonomy nor paleontology is an exact science.  Different taxonomists want to classify different characteristics in different ways, leading to different phylogenies.  The fact that fossils are subject to deformity from natural processes serves only to aggravate this problem.

More difficulties in interpreting the fossil record become evident when one considers the blunders of the past.  Such blunders in the search for human ancestors are Nebraska Man, Piltdown Man, Java Man, and Rhodesian Man.  Nebraska Man was a rather elaborate fantasy of a human ancestor derived from a single tooth.  After museums had set up displays of what this magnificent specimen looked like, it was discovered that the tooth actually belonged to a pig (Harrub and Thompson 88,89). Piltdown Man turned out to be a complete hoax, and Java Man was just a mixture of ape and human remains (Harrub and Thompson 89-91).  A bird expert reconstructed Rhodesian Man, for some strange reason, and deemed it an evolutionary link to humans (why a bird expert would be given the responsibility of reconstructing a hominid defies logic).  Later on, when a real expert did the reconstruction, Rhodesian Man was deemed nothing more than a modern human (Harrub and Thompson 91,92).

Before delving into the fossil evidence of human evolution, let us return once again to a molecular level.  An increasingly popular form of evidence is that of DNA comparison.  A very common assertion of this evidence for the evolution of apes into humans is that our DNA is 95% similar.  The figure 95%, relative to 100%, is only 5% different, a seemingly small difference; however, when this data is not thought of in terms of percents, but nucleotides, the differences become quite substantial.  Biologists Brad Harrub and Bert Thompson estimate that this 5% variation can account for roughly 200 million differences between human and ape bodies (103).  Although, many arguments can be made against this data, it becomes irrelevant when one considers the 99% percent similarity that exists between humans and mice (Winstead).

The “molecular clock” is another popular piece of evidence that naturalists pride themselves on.  This “clock” refers to the comparison of mitochondrial DNA among organisms.  Naturalist researchers attempt to trace the history of mutations in this section of DNA back to common ancestors.  The procedure has two major flaws built into, though.  It is based on the assumption that mitochondrial DNA is only inherited from the mother, and that the mutations happened at a constant rate through time.  It turns out that both of these assumptions are false, eliminating the “molecular clock’s” validity in determining a common ancestor (Harrub and Thompson 117).

Despite the dead end for the “clock” portion of this technique, naturalists still look to the overall differences in mtDNA to explain and predict relatedness among organisms.  In one such study researchers attempted to bump Neanderthals off the evolutionary line leading to modern humans.  Their results, however, do not warrant this, or any other claim that would suggest Neanderthals are anything other than human themselves.  Their claim is erroneous for the following two reasons.  First, only one Neanderthal individual was tested, as opposed to 1669 modern humans (Harrub and Thompson 131).  That hardly represents a fair sample of the Neanderthal population.  Second, the Neanderthal showed a minimum of twenty-two genetic differences when compared to all of the modern humans tested, but the modern humans had anywhere from one to twenty-four differences compared to each other (Harrub and Thompson 131).  That means that some of the modern humans were more different than the Neanderthal.  If this is the case then the researchers should also support bumping some of those humans off the human lineage.  Now would that make sense?  To further support the claim that Neanderthals are regular humans, take into account that Neanderthal fossils have been found with musical instruments, jewelry, and art; they were even buried with what we call modern humans (Harrub and Thompson 133).

Having discussed Neanderthals, let us examine the next fossils in the proposed evolutionary lineage.  The next fossils on the list are Homo habilis and erectus, and they are claimed to have progressed in that order toward humans.  However, their placement in the rocks suggests otherwise. For example, Marvin Lubenow said this about the two most recent alleged ancestors of humans:

On the far end of the Homo erectus time continuum, Homo erectus is contemporary with Homo habilis for 500,000 years [according to the evolutionary timeline].  In fact, Homo erectus overlaps the entire Homo habilis population…Thus, the almost universally accepted view that Homo habilis evolved in to Homo erectus becomes impossible (qtd. in Harrub and Thompson 79).

and

…at least 106 fossil individuals having Homo erectus morphology are dated by evolutionists themselves as being more recent than 300,000 years ago.  Of those 106 fossils individuals, at least sixty-two are dated more recently than 12,000 years ago.  This incontrovertible fact of the fossil record effectively falsifies the concept the Homo erectus evolved into Homo sapiens and that Homo erectus is our evolutionary ancestor (qtd. in Harrub and Thompson 80).

Also, the progression from Homo habilis to erectus to sapiens violates Dollo’s Law.  Dollo’s Law is the evolutionary principle that once a trait evolves and then disappears it should not reappear.  However, this is exactly what happens if these three species are taken to be descendents of one another.  According to Lubenow, “The Homo habilis cranium…was thin, high domed, and gracile…The erectus cranium is thick, low domed, and robust…The sapiens cranium is thin, high domed, and gracile” (qtd. in Harrub and Thompson 69).  We see, then, that these species’ traits appear to waver back and forth as if natural selection cannot decide which is better.  In doing so they put further strain on evolution’s validity.

Before moving on, consider one last fossil in the so-called human family tree: Lucy.  Lucy was the nickname given to a particularly famous fossil found in 1974 called Australopithecus afarensis.  This fossil is particularly famous because its discoverer, Donald Johanson, in lust for fame himself, touted Lucy as one of the most important, and oldest, fossil finds ever in the lineage of humans.  However, after closer examination, Lucy actually looked like nothing more than a chimpanzee (Harrub and Thompson 56).  Additionally, when the pelvic bones were examined, Lucy actually turned out to be male.  Given “her” small size, being male would place Lucy and the rest of that species nowhere near humans on a phylogeny (Harrub and Thompson 48, 49).  Thus, Lucy and the other fossils are not sufficient evidence for human evolution.

VII. The Age of Earth

Before I begin this section, let me make something clear.  Determining the age of Earth, whether young or old, or in favor of evolution or creation, is the most speculative of the all the topics in this paper and probably in the entire evolution/creation debate.  This is because to research such a topic, you are entirely bound to indirect and inconclusive data, and are restricted from performing any controlled experiments, since such experiments would require the recreation of Earth.  There are pieces of evidence supporting an old Earth and universe, and there are pieces of evidence supporting a young Earth.  Despite the evidence for an old Earth, I do not deny the possibility of a young Earth.  Vice versa, despite the evidence for a young Earth, I do not deny the possibility of an old Earth.  From a Biblical standpoint, for those who dogmatically assert a young Earth based on Scripture, I maintain that we cannot know with any degree of sufficient certainty to be dogmatic about whether God intended for the creation account to be taken literally or allegorically.  If it is in fact allegorical, this would in no way lend support to evolution, which I firmly deny regardless of how Scripture is interpreted, nor would it take any power, glory, or trustworthiness away from God.  It is entirely possible that God meant for the creation account to be allegorical, and actually created the universe in a way that has never nor can ever be conceived by man.  Still, evolution would be false, and creation would be true.  I have in this paper, however, complied the evidence in favor of a young Earth, because I feel that this position gets an unfair hearing from the proponents of an old Earth theory.  Evolutionists are hopelessly biased in favor of an old Earth simply because it is a prerequisite for evolution.

Even if all the evolutionary processes mentioned here were possible, none of them would ever happen if vast amounts of time were not allowed.  Naturalists know this and thus claim that Earth is roughly 4.6 billion years old.  They boast three main evidences for this claim: evolutionary necessity, the sequential nature of the fossil record, and radiometric dating.  Evolutionary necessity is disqualified for its blatant display of circular reasoning and we have already discussed the failure of the geologic column.  That leaves only radiometric dating as evidence for a very old Earth.  However, this, like most evidence in favor of naturalism, is seriously flawed.

Radiometric dating involves measuring the decay of radioactive elements into stable daughter elements and relating the ratio of the elements present in rocks to the age of those rocks.  This method is built upon three major assumptions: that no stable daughter elements were present at the time the rock formed, no other processes or forces have altered the ratio of the elements, and the decay rate has remained constant since the formation of the rock (Jackson 7,8).  All of these assumed facts are necessary for accurate radiometric data, but unwarranted by scientific data.  The assumption that none of the stable daughter elements were present when the rock formed is merely a hope and a dream, because no radioactive rock ever forms naturally with such perfection (Jackson 8).  Also, the assumption that the ratio of elements in the rock is unaffected by natural forces is absurd.  Several geologic processes have been shown to allow the migration of both the radioactive and daughter elements in or out of rocks (Jackson 8,9).  Finally, the assumption that the decay rates are constant is simply false.  While the idealized decay rates may be presented in textbooks as constant, they are not so in nature (Jackson 9,10).  The collective fallacy of these assumptions makes radiometric dating a very unreliable system.  Just how unreliable a system it is can be seen in data such as the radiometric age of rock at Mt. St. Helens.  This volcano erupted in 1980, forming brand new rock.  However, radiometric tests yielded ages of this rock between 350,000 and 2.8 million years old (Swenson).  There are countless stories like this one, all of which exemplify the failure of radiometric dating.

If there is no convincing data in favor of an old Earth, then what are the evidences of a young Earth?  Such evidence includes the diffusion of helium out of zircon crystals, high-pressure oil fields, the distance separating Earth and the moon, atmospheric helium, and the amount of hydrogen in the universe.  Helium (a by-product of the radioactive decay previously discussed) is a very small atom.  Since it is so small it is capable of gradually diffusing out of the crystal lattice of zircons.  The amount of helium found in these crystals, by way of radiometric dating, suggests that the crystals are 1.5 billion years old.  However, given the observed rates of diffusion, the helium should have completely diffused out of the crystals long ago.  This problem can be compared to soaking a sponge and sitting it out in the sun.  You would not expect to find the sponge still wet after several weeks, nor would you expect a 1.5 billion year old zircon crystal to be soaked with helium.  The presence of so much helium (up to 58% of the original amount to be exact) that has yet to diffuse out supports a young Earth (Humphreys et al).

High-pressure oil fields present similar evidence. Very porous rock covers the oil fields underground.  These pores, even in the tightest areas are still big enough to allow the pressure to escape after only a few thousand years, but, amazingly, it is still there.  This sets a very recent limit on the age of Earth, which many have estimated to be around 10,000 years or less (Jackson 38).

Another piece of evidence comes from the recession of the moon.  The moon is gradually moving away from Earth at a rate that follows the equation r =1/d6.  When the moon’s current recession rate of about 4cm per year is applied to this equation, the moon should have been touching Earth roughly 1.5 billion years ago.  This is due to the fact that when exponential equations to the sixth power are graphed, the slope (which is the moon’s recession rate in our example) changes dramatically at a certain point.  Only a few thousand years ago, however, the moon’s position would have been only slightly different from what it is today (Faulkner).

Going back to the formation of helium for a moment, atmospheric researchers have measured the amount of helium in our atmosphere to be about 3.5x1015 grams.  They have also measured the average rate of formation of helium from radioactive elements like uranium and thorium to be about 3.0x1011 grams per year (Thompson “The Young Earth”).  When we divide the total helium, 3.5x1015, by the amount produced per year, 3.0x1011, we come up with the number 11,667.  This is roughly the maximum number of years that would be needed to account for all the helium in the atmosphere.  11,667 years is a far cry from 4.6 billion years.

Stars, including our own sun, work by the nuclear fusion of hydrogen into helium.  With this process going on across the universe, hydrogen is constantly being used up with no efficient reactions available to recreate it.  With this in mind, one would think that a universe that is billions of years old would be running out of hydrogen or at least approaching a shortage in the somewhat near future.  This is puzzling since, according to cosmologists, the universe is almost made entirely of hydrogen (Thompson “The Young Earth”).  Quite a paradox for those who propose an old Earth and universe, but a friendly piece of evidence for those who propose a young Earth and universe.

VIII. Conclusion

With so much evidence mounted against naturalism, it is no wonder Darwin said in his famous book, “I am well aware that scarcely a single point is discussed in this volume on which facts cannot be adduced, often apparently leading to conclusions directly opposite to those at which I have arrived” (20).  Even though numerous facts can be adduced, and they do lead to opposite conclusions, naturalists refuse to let go of their faith in natural origins.  All the while, they criticize creationists’ faith in God.

Science is the pursuit of knowledge of our physical world.  But how can students of science expect to gain this knowledge if they are censored from certain facts?  Science, as a discipline, prides itself on fact-based logic and unbiased interpretation of data, but this is certainly not the case when it comes to natural origins.  Biology students, and the public in general, only receive a doctored rendition of half the story from public schools and the mainstream media.  This is neither fact based nor unbiased learning.  It is only propaganda, which is force-fed under the guise of science.

The theory of natural origins has no place in public school, because it teaches nothing.  No useful knowledge can be gained from the empty theories of naturalism.  Colin Patterson, a former evolutionist, came to this same conclusion about the value of evolution, and even called it an “anti-theory that conveys anti-knowledge.”  Consider this quote from Patterson during a lecture he made to other evolutionists at the American Museum of Natural History: 

One of the reasons I started taking this anti-evolutionary view, or let's call it a non-evolutionary view, was last year I had a sudden realization for over twenty years I had thought I was working on evolution in some way.  One morning I woke up and something had happened in the night and it struck me that I had been working on this stuff for twenty years and there was not one thing I knew about it.  That's quite a shock to learn that one can be so misled so long.  Either there was something wrong with me or there was something wrong with evolutionary theory.  Naturally, I know there is nothing wrong with me, so for the last few weeks I've tried putting a simple question to various people and groups of people…Can you tell me anything you know about evolution, any one thing, that is true?  I tried that question on the geology staff at the Field Museum of Natural History and the only answer I got was silence.  I tried it on the members of the Evolutionary Morphology Seminar in the University of Chicago, a very prestigious body of evolutionists, and all I got there was silence for a long time and eventually one person said, "I do know one thing - it ought not to be taught in high school."

Amazing, is it not, that evolutionists can come to these conclusions on their own with no prodding or poking from creationists?  If this is the attitude that evolutionists have regarding their own theory, should it not be put to rest in public education?

At the very least, a fair discussion of the theory of creation should be juxtaposed with natural origins in public, mandatory science classes.  This would afford students the opportunity to exercise their brains and judge the evidence for themselves.  A presentation of the creation model need not endorse any particular religion or culture. Virtually every religion and culture has some form of a creation story.  Why is this so? Because to even the most uneducated of men, the natural world is too marvelous to be the product of mere chance, and scientific examination of it only supports this claim.
1 All science information without a reference can be easily found in any basic biology or general science text and thus is not cited.
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